Brief note

PHEIC Zika virus outbreak: Comprehensive One Health surveillance across six infectious disease surveillance networks
The countries in the CORDS Networks collect and share surveillance data on a routine basis and report to WHO. In the context of the PHEIC Zika virus outbreak (February 2016), CORDS network would like to add value to the routine epidemiological surveillance by suggesting a single platform to facilitate comprehensive surveillance and sharing of information across six networks. 
The six regional disease surveillance networks in CORDS propose to develop a joint database accessible through CORDS (members’ area) website that encompasses pivotal information to help answer a range of key questions: 

· Zika virus genomics information: Has the virus mutated from the Asia or African origin – and does this mutation now cause the outbreak pattern with complications? What is the genomic profile of Zika infections currently in the six networks – any changes? Will the Americas Zika virus be re-introduced to Africa or Asia?
· Animal health information: Mosquito distribution, their behaviours and biting habits)

· Environmental information: Changes in the environment that could drive vector distribution changes)

· Clinical surveillance data: Zika infections in humans; risk groups (pregnant women); complications: microcephaly and other neurological symptoms

· Public health interventions: What are effective public health interventions to limit the distribution of vectors, prevent infections, detect complications of infections?

While some or all of this information is probably available, CORDS’ six networks propose to develop and use an agreed single format (in an excel sheet) to record and share this data from the six networks’ regions (SE Africa, SE Europe, ME, SE Asia). 

This dataset would add additional value to the data collection of WHO and each countries’ individual responsibility to report to WHO, OIE, etc. 

It also offers a unique opportunity for early warning of pattern changes, identifying best practice and sharing of expertise. The comprehensive database as a truly One Health approach encompassing genomics, animal health, environmental, clinical data and public health intervention information in one comparable database provide the opportunity for research, vaccine development and effective public health interventions.  
